CAZyme activities of Akkermansia muciniphila

Dr Cassie Bakshani
CBM15

Davey et al. 2023

e UNIVERSITYOF
m““ BIRMINGHAM

Institute of
[ ] hL
Viorobiolagy c.r.bakshani@bham.ac.uk *c ‘(““’ ab

and Infection X @CassieBakshani



mailto:c.r.bakshani@bham.ac.uk

Feeding the gut microbiota
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Feeding the gut microbiota
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20 years of Akkermansia muciniphila

BACKGROUND | AKKERMANSIA MUCINIPHILA



A long evolutionary history
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Mucus layers in the colon




~No fibre”? No problem

BACKGROUND

A Fiber-rich (FR) diet
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Mucins are complex
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Techniques applied
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- Akkermansia muciniphila CAZymes

o-linked capping sugars
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~Screening for a-Gal, a-GalNAc and a-GIcNAc activities
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Bovine submaxillary mucin O-glycans
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Complete deconstruction of mucin O-glycans
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Akkermansia muciniphila CAZymes
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Host glycan degradation by A. muciniphila
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Complete deconstruction of mucin O-glycans
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